Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.043; wR factor = 0.111; data-to-parameter ratio = 14.6.
Related literature
The title compound was synthesised as an intermediate in a search for a new synthetic route for silodosin, an adrenoceptor antagonist, see: Asselin et al. (2000) ; Bremner et al. (2000) ; Elworthy et al. (1997) ; Sorbera et al. (2001) . For related structures, see: Moreno et al. (1998) ; Wang et al. (2007) . 
Data collection
Bruker SMART 1000 CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2008a) T min = 0.871, T max = 0.955 6682 measured reflections 2594 independent reflections 2242 reflections with I > 2(I) R int = 0.018 Refinement R[F 2 > 2(F 2 )] = 0.043 wR(F 2 ) = 0.111 S = 1.18 2594 reflections 178 parameters 3 restraints H-atom parameters constrained Á max = 0.27 e Å À3 Á min = À0.21 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT-Plus (Bruker, 2003) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXTL (Sheldrick, 2008b) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEPIII (Burnett & Johnson, 1996) , ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXL97.
In searching for new synthetic route of silodosin, a adrenoceptor antagonist (Sorbera et al. 2001; Elworthy et al. 1997; Asselin et al. 2000; Bremner et al. 2000) , we synthesized the racemic intermediate,(R/S)-1-(1-acetylindolin-5-yl)-2-chloropropan-1-one.
The single-crystal structure analysis shows that the Cl and CH 3 located on the stereogenic carbon exchange each other with occupancy factor in the ration 60/40. Except for these disordered atoms, the molecule is roughly planar with the largest deviation from the mean plane (all heavy atoms except Cl and C13) being 0.060 (2)Å at C7 (Fig. 1 ). The two disordered atoms are dissymetrically distributed on both side of the mean plane. The geometry within the 1-acetylindoline fragment compares well with related structures as 1-acetylindoline (Moreno et al., 1998) or 1-(trifluoro)acetylindoline (Wang et al., 2007) .
Non-classical C-H···O hydrogen bonds (Table 1, Fig. 2 ) link the molecules forming layers parallel to the (0 0 1) plane.
These layers are further connected throught π-π interactions between symmetry related phenyl rings (Table 2) . 
Refinement
All H atoms attached to C atoms and N atom were fixed geometrically and treated as riding with C-H = 0.98 Å (methyl), 0.99 Å (methylene) and 1.0 Å (methine) with U iso (H) = 1.2U eq (Cmethine, Cmethylene) or U iso (H) = 1.5U eq (Cmethyl).
The Cl and CH3 substituents on the stereogenic carbon are exchanging each other and such disorder induces two configurations. Two sets of positions were defined for the atoms of this group and the site occupation factor of each conformation were refined while restraining their sum to unity and using restraints on C-C and C-Cl distances with the help of SAME and PART instructions within SHELXL97 (Sheldrick, 2008) . In the last stage of refinement, the disordered Cl and C atoms were anisotropically refined but the anistropic thermal parameters of the C atoms were restrained to have similar atomic displacement parameters within a tolerance s.u. of 0.01 Å 2 . (10) 0.0207 (7) 0.0328 (7) 0.0302 (8) O2 0.0361 (8) 0.0331 (7) 0.0443 (8) 0.0126 (6) 0.0193 (6) 0.0256 (7) N1 0.0263 (8) 0.0247 (7) 0.0326 (8) 0.0101 (6) 0.0141 (6) 0.0145 (6) C1 0.0302 (10) 0.0397 (11) 0.0618 (14) 0.0153 (9) 0.0227 (10) 0.0337 (11) C2 0.0300 (10) 0.0315 (10) 0.0448 (11) 0.0132 (8) 0.0193 (9) 0.0236 (9) C3 0.0254 (9) 0.0245 (8) 0.0262 (9) 0.0074 (7) 0.0123 (7) 0.0123 (7) C4 0.0241 (8) 0.0263 (9) 0.0282 (9) 0.0089 (7) 0.0139 (7) 0.0134 (7) C5 0.0261 (9) 0.0228 (8) 0.0234 (8) 0.0082 (7) 0.0106 (7) 0.0092 (7) C6 0.0298 (9) 0.0242 (9) 0.0324 (9) 0.0073 (7) 0.0160 (8) 0.0150 (8) C7 0.0269 (9) 0.0290 (9) 0.0350 (10) 0.0095 (7) 0.0174 (8) 0.0152 (8) C8
0.0247 (9) 0.0234 (8) 0.0240 (8) 0.0091 (7) 0.0112 (7) 0.0094 (7) C9 0.0280 (9) 0.0282 (9) 0.0300 (9) 0.0120 (7) 0.0137 (8) 0.0097 (8) C10
0.0338 (10) 0.0345 (10) 0.0415 (11) 0.0183 (8) 0.0179 (9) 0.0168 (9) C11 0.0277 (9) 0.0208 (8) 0.0253 (9) 0.0056 (7) 0.0091 (7) 0.0094 (7) (17) C9-N1-C1-C2 −172.04 (17) C9-N1-C8-C3 175.76 (17) C8-N1-C1-C2 7.0 (2) C1-N1-C8-C3 −3.2 (2) N1-C1-C2-C3 −7.7 (2) C8-N1-C9-O1 1.8 (3) C1-C2-C3-C4 −175.90 (19) C1-N1-C9-O1 −179.33 (19) C1-C2-C3-C8 6.2 (2) C8-N1-C9-C10 −177.82 (17) Hydrogen-bond geometry (Å, °) 
